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<210> 1 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> Variant 

<222> (2) . . (3) 

<223> Xaa is any amino acid 

<400> 1 

Leu Xaa Xaa Leu Leu 

1 5 

<210> 2 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> Variant 

<222> (3) . . (4) 

<223> Xaa is any amino acid 

<400> 2 

lie Leu Xaa Xaa Leu Leu 

1 5 

<210> 3 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> Variant 

<222> (2) - . (3) 

<223> Xaa is any amino acid 



-1- 



<400> 3 

Phe Xaa Xaa Leu Trp 

1 5 

<210> 4 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> Variant 

<222> (2) . . (3) 

<223> Xaa is any amino acid 



<400> 4 

Phe Xaa Xaa Ala Leu 

1 5 

<210> 5 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<400> 5 

Ala Glu Gly His Ser Arg Leu His Asp Ser Lys Gly Gin Thr Lys Leu 
15 10 15 

Leu Gin Leu Leu Thr Thr Lys Ser Glu Gin Met Glu Pro Ser Pro Leu 
20 25 30 

Ala Ser 



<210> 6 

<211> 34 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MUTAGEN 

<222> (15) . . (15) 

<223> lie --> Ala 



<220> 

<221> MUTAGEN 

<222> (16) . . (16) 

<223> Leu --> Ala 



<220> 

<221> MUTAGEN 

<222> (19) . . (20) 

<223> Leu --> Ala 



<220> 

<221> MUTAGEN 

<222> (16) . . (20) 

<223> Leu (16) --> Ala; Leu (20) -->Ala 
<220> 

<221> MUTAGEN 

<222> (15) . . (16) 

<223> IleLeu --> AlaAla 



<220> 

<221> MUTAGEN 
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<222> (17) . . (18) 

<223> HisArg -->AlaAla 

<220> 

<221> MUTAGEN 

<222> (15) . . (15) 

<223> lie -->Phe 



<220> 

<221> MUTAGEN 

<222> (16) . . (16) 

<223> Leu -->Phe 



<220> 

<221> MUTAGEN 

<222> (19) . . (19) 

<223> Leu -->Phe 



<220> 

<221> MUTAGEN 

<222> (20) . . (20) 

<22 3> Leu -->Phe 



<400> 6 

Pro Gly Ser Thr His Gly Thr Ser Leu Lys Glu Lys His Lys lie Leu 
15 10 15 

His Arg Leu Leu Gin Asp Ser Ser Ser Pro Val Asp Leu Ala Lys Leu 
20 25 30 

Thr Ala 



<210> 7 

<211> 31 

<212> PRT 

<213> Homo sapiens 



<400> 7 

Glu Pro Ala Ser Pro Lys Lys Lys Glu Asn Ala Leu Leu Arg Tyr Leu 
15 10 15 

Leu Asp Lys Asp Asp Thr Lys Asp lie Gly Leu Pro Glu lie Thr 
20 25 30 

<210> 8 

<211> 34 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Ala Asp Gly Gin Ser Arg Leu His Asp Ser Lys Gly Gin Thr Lys Leu 
15 10 15 

Leu Gin Leu Leu Thr Thr Lys Ser Glu Gin Met Glu Pro Ser Pro Leu 
20 25 30 

Ala Ser 



<210> 9 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<400> 9 

Ser Gly Ser Thr His Gly Thr Ser Leu Lys Glu Lys His Lys lie Leu 

15 10 15 

His Arg Leu Leu Gin Asp Ser Ser Ser Pro Val Asp Leu Ala Lys Leu 



-3- 



20 25 30 

Thr Ala 



<210> 10 

<211> 31 

<212> PRT 

<213> Homo sapiens 



<400> 10 

Glu Pro Val Ser Pro Lys Lys Lys Glu Asn Ala Leu Leu Arg Tyr Leu 
15 10 15 

Leu Asp Lys Asp Asp Thr Lys Asp lie Gly Leu Pro Glu lie Thr 
20 25 30 

<210> 11 

<211> 34 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Ala Glu Gly His Ser Arg Leu His Asp Ser Lys Gly Gin Thr Lys Leu 
15 10 15 

Leu Gin Leu Leu Thr Thr Lys Ser Glu Gin Met Glu Pro Ser Pro Leu 
20 25 30 

Pro Ser 



<210> 12 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<400> 12 

Pro Gly Ser Thr His Gly Thr Ser Leu Lys Glu Lys His Lys lie Leu 
1 5 10 15 

His Arg Leu Leu Gin Asp Ser Ser Ser Pro Val Asp Leu Ala Lys Leu 
20 25 30 

Thr Ala 



<210> 13 

<211> 31 

<212> PRT 

<213> Homo sapiens 



<400> 13 

Glu Pro Ala Ser Pro Lys Lys Lys Glu Asn Ala Leu Leu Arg Tyr Leu 
15 10 15 

Leu Asp Lys Asp Asp Thr Lys Asp lie Gly Leu Pro Ser lie Thr 
20 25 30 

<210> 14 

<211> 34 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Ala Glu Asn Gin Arg Gly Pro Leu Glu Ser Lys Gly His Lys Lys Leu 
15 10 15 

Leu Gin Leu Leu Thr Cys Ser Ser Glu Asp Arg Gly His Ser Ser Leu 
20 25 30 

Thr Asn 



<210> 15 
<211> 34 
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<212> PRT 

<213> Homo sapiens 



<400> 15 

Thr Ser Asn Met His Gly Ser Leu 
1 5 
His Lys Leu Leu Gin Asn Gly Asn 
20 

Thr Ala 



Leu Gin Glu Lys His Arg He Leu 

10 15 
Ser Pro Ala Glu Val Ala Lys He 
25 30 



<210> 16 

<211> 32 

<212> PRT 

<213> Homo sapiens 



<400> 16 

Glu Gin Leu Ser Pro Lys Lys Lys Glu Asn Asn Ala Leu Leu Arg Tyr 
15 10 15 

Leu Leu Asp Arg Asp Asp Pro Ser Asp Val Leu Ala Lys Lys Leu Gin 
20 25 30 

<210> 17 

<211> 34 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Ala Glu Asn Gin Arg Gly Pro Leu Glu Ser Lys Gly His Lys Lys Leu 
15 10 15 

Leu Gin Leu Leu Thr Cys Ser Ser Asp Asp Arg Gly His Ser Ser Leu 
20 25 30 

Thr Asn 



<210> 18 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<400> 18 

Thr Ser Asn Met His Gly Ser Leu 
1 5 
His Lys Leu Leu Gin Asn Gly Asn 
20 

Thr Ala 



Leu Gin Glu Lys His Arg He Leu 

10 15 
Ser Pro Ala Glu Val Ala Lys He 
25 30 



<210> 19 

<211> 32 

<212> PRT 

<213> Homo sapiens 



<400> 19 

Glu Gin Leu Ser Pro Lys Lys Lys Glu Asn Asn Ala Leu Leu Arg Tyr 
15 10 15 

Leu Leu Asp Arg Asp Asp Pro Ser Asp Ala Leu Ser Lys Glu Leu Gin 
20 25 30 

<210> 20 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<400> 20 

Ser Glu Thr Pro Arg Gly Pro Leu Glu Ser Lys Gly His Lys Lys Leu 



15 10 15 

Leu Gin Leu Leu Thr Cys Ser Ser Glu Asp Arg Gly His Ser Ser Leu 
20 25 30 

Thr Asn 



<210> 21 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<400> 21 

Thr Ser Asn Val His Gly Ser Leu 
1 5 
His Lys Leu Leu Gin Asn Gly Asn 
20 

Thr Ala 



Leu Gin Glu Lys His Arg lie Leu 

10 15 
Ser Pro Ala Glu Val Ala Lys lie 
25 30 



<210> 22 

<211> 32 

<212> PRT 

<213> Homo sapiens 



<400> 


22 


Glu Gin 


Leu 


1 




Leu Leu 


Asp 


<210> 


23 


<211> 


32 


<212> 


PRT 


<213> 


Homo 


<400> 


23 


Ser Glu 


Gly 


1 




Leu Leu 


Thr 


<210> 


24 


<211> 


33 


<212> 


PRT 


<213> 


Homo 


<400> 


24 


Thr Cys 


Pro 


1 




His Arg 


Leu 


Val 




<210> 


25 


<211> 


34 


<212> 


PRT 


<213> 


Homo 



5 10 15 

Arg Asp Asp Pro Ser Asp Ala Leu Ser Lys Glu Lei 
20 25 30 



5 10 15 

Thr Thr Ala Glu Gin Gin Leu Arg His Ala Asp Il« 
20 25 30 



5 10 15 

Leu Gin Glu Gly Ser Pro Ser Asp lie Thr Thr Lei 
20 25 30 



<400> 25 

Glu Leu Asp Ala Ala Lys Lys Lys 
1 5 

Arg Tyr Leu Leu Asp Lys Asp Glu 
20 

Leu Cys 
<210> 26 



Glu Ser Lys Asp His Gin Leu Leu 

10 15 
Lys Asp Leu Arg Ser Thr Pro Asn 
25 30 



-6- 



<211> 34 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> SITE 

<222> (2) . . (2) 

<223> Xaa is a negatively charged amino acid 
<220> 

<221> SITE 

<222> (17) . . (17) 

<223> Xaa is a hydrophobic amino acid 



<220> 

<221> SITE 

<222> (25) . . (25) 

<223> Xaa is a negatively charged amino acid 



<220> 

<221> Variant 

<222> (1) . . (1) 

<223> Xaa is any amino acid 



<220> 

<221> Variant 

<222> (3) . . (9) 

<22 3> Xaa is any amino acid 



<220> 

<221> Variant 

<222> (11) . . (14) 

<22 3> Xaa is any amino acid 



<220> 

<221> Variant 

<222> (22) . . (24) 

<223> Xaa is any amino acid 



<220> 

<221> Variant 

<222> (26) . . (34) 

<22 3> Xaa is any amino acid 



<400> 26 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Ser Xaa Xaa Xaa Xaa Lys Leu 
15 10 15 

Xaa Gin Leu Leu Thr Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
20 25 30 

Xaa Xaa 



<210> 27 

<211> 34 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> SITE 

<222> (12) . . (12) 

<223> Xaa is a positively charged amino acid 
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<220> 

<221> SITE 

<222> (14) . . (14) 

<223> Xaa is a positively charged amino acid 



<220> 

<221> SITE 

<222> (18) . . (18) 

<223> Xaa is a positively charged amino acid 



<220> 

<221> SITE 

<222> (28) . . (28) 

<223> Xaa is a negatively charged amino acid 



<220> 

<221> SITE 

<222> (29) . . (29) 

<223> Xaa is a hydrophobic amino acid 



<220> 

<221> SITE 

<222> (32) . . (32) 

<223> Xaa is a hydrophobic amino acid 



<400> 27 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Leu Xaa Glu Xaa His Xaa lie Leu 
15 10 15 

His Xaa Leu Leu Gin Xaa Xaa Xaa Ser Pro Xaa Xaa Xaa Xaa Xaa Xaa 
20 25 30 

Xaa Xaa 



<210> 


28 


<211> 


34 


<212> 


PRT 


<213> 


Homo 


<220> 




<221> 


SITE 


<222> 


(22) 


<223> 


Xaa 


<220> 




<221> 


SITE 


<222> 


(24) 


<223> 


Xaa 


<220> 




<221> 


SITE 


<222> 


(33) 


<223> 


Xaa 


<220> 




<221> 


Vari< 


<222> 


(2) . 


<223> 


Xaa 



(22) 

a positively charged amino acid 



(24) 

Xaa is a negatively charged amino acid 



(33) 

a hydrophobic amino acid 



(5) 



<220> 

<221> Variant 
<222> (10) . . (14) 
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<223> 



Xaa is any amino acid 



<220> 

<221> Variant 

<222> (25) . . (32) 

<223> Xaa is any amino acid 



<220> 

<221> Variant 

<222> (34) . . (34) 

<223> Xaa is any amino acid 



<400> 28 

Glu Xaa Xaa Xaa Xaa Lys Lys Lys 
1 5 
Arg Tyr Leu Leu Asp Xaa Asp Xaa 
20 

Xaa Xaa 



Glu Xaa Xaa Xaa Xaa Xaa Leu Leu 

10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
25 30 



<210> 29 

<211> 18 

<212> PRT 

<213> Homo sapiens 



<400> 29 

Thr Ser Leu Lys Glu Lys His Lys Leu Leu Arg Tyr Leu Leu Gin Asp 
15 10 15 

Ser Ser 



<210> 30 

<211> 33 

<212> PRT 

<213> Homo sapiens 



<220> 

<2 21> MUTAGEN 

<222> (5) . . (5) 

<223> Thr --> Arg (T281R) 



<220> 

<221> MUTAGEN 

<222> (8) . . (8) 

<223> Val --> Arg (V284R) 



<220> 

<221> MUTAGEN 

<222> (9) . . (9) 

<223> Asp --> Ala (D285A) 



<220> 

<2 21> MUTAGEN 

<222> (12) . . (12) 

<223> Lys --> Ala (K288A) 



<220> 

<2 21> MUTAGEN 

<222> (22) . . (22) 

<223> Cys --> Arg (C298R) 



<220> 
<221> 



MUTAGEN 



<222> 
<223> 



(26) . . (26) 

lie --> Arg (I302R) 



<220> 

<221> MUTAGEN 

<222> (30) . . (30) 

<223> Lys --> Ala (K306A) 



<400> 30 

Thr Pro Ala lie Thr Arg Val Val Asp Phe Ala Lys Lys Leu Pro Met 
15 10 15 

Phe Cys Glu Leu Pro Cys Glu Asp Gin lie lie Leu Leu Lys Gly Cys 
20 25 30 

Cys 

<210> 31 

<211> 12 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MUTAGEN 

<222> (5) . . (5) 

<223> Leu --> Arg (L454R) 



<220> 

<221> MUTAGEN 

<222> (7) . . (7) 

<223> Leu --> Arg (L456R) 



<220> 

<2 21> MUTAGEN 

<222> (8) . . (8) 

<223> Glu -->Lys (E457K) 



<400> 31 

Leu Phe Pro Pro Leu Phe Leu Glu Val Phe Glu Asp 

15 10 

<210> 32 

<211> 33 

<212> PRT 

<213> Homo sapiens 



<400> 32 

Thr Pro Ala lie Thr Arg Val Val Asp Phe Ala Lys Lys Leu Pro Met 
15 10 15 

Phe Ser Glu Leu Pro Cys Glu Asp Gin lie lie Leu Leu Lys Gly Cys 
20 25 30 

Cys 

<210> 33 

<211> 12 

<212> PRT 

<213> Homo sapiens 



<400> 33 

Leu Phe Pro Pro Leu Phe Leu Glu Val Phe Glu Asp 

15 10 

<210> 34 

<211> 33 

<212> PRT 

<213> Homo sapiens 
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<400> 34 

Thr Lys Cys lie lie Lys lie Val Glu Phe Ala Lys Arg Leu Pro Gly 
15 10 15 

Phe Thr Gly Leu Ser lie Ala Asp Gin lie Thr Leu Leu Lys Ala Ala 
20 25 30 

Cys 

<210> 35 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 35 

Leu Phe Pro Pro Leu Phe Leu Glu Val Phe Glu Asp 

15 10 

<210> 36 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Asp Lys Gin Leu Phe Thr Leu Val Glu Trp Ala Lys Arg lie Pro His 
15 10 15 

Phe Ser Glu Leu Pro Leu Asp Asp Gin Val lie Leu Leu Lys Ala Gly 
20 25 30 

Trp 

<210> 37 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 37 

Pro lie Asp Thr Phe Leu Met Glu Met Leu Glu Ala 

15 10 

<210> 38 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Val Glu Ala Val Gin Glu lie Thr Glu Tyr Ala Lys Asn lie Pro Gly 
15 10 15 

Phe lie Asn Leu Asp Leu Asn Asp Gin Val Thr Leu Leu Lys Tyr Gly 
20 25 30 

Val 

<210> 39 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Ser Leu His Pro Leu Leu Gin Glu lie Tyr Lys Asp 

15 10 

<210> 40 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Ser Tyr Ser lie Gin Lys Val lie Gly Phe Ala Lys Met lie Pro Gly 

15 10 15 

Phe Arg Asp Leu Thr Ser Glu Asp Gin lie Val Leu Leu Lys Ser Ser 



20 25 30 

Ala 

<210> 41 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Lys Leu Thr Pro Leu Val Leu Glu Val Phe Gly Asn 

15 10 

<210> 42 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MUTAGEN 

<222> (12) . . (12) 

<223> Lys --> Ala (K362A) 

<220> 

<221> MUTAGEN 

<222> (26) . . (26) 

<223> Val -->Arg (V376R) 

<400> 42 

Asp Arg Glu Leu Val His Met lie Asn Trp Ala Lys Arg Val Pro Gly 
15 10 15 

Phe Val Asp Leu Thr Leu His Asp Gin Val His Leu Leu Glu Cys Ala 
20 25 30 

Trp 

<210> 43 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MUTAGEN 

<222> (8) . . (8) 

<223> Glu -->Lys (E542K) 

<400> 43 

Pro Leu Tyr Asp Leu Leu Leu Glu Met Leu Asp Ala 

15 10 

<210> 44 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Gly Arg Gin Val lie Ala Ala Val Lys Trp Ala Lys Ala lie Pro Gly 
15 10 15 

Phe Arg Asn Leu His Leu Asp Asp Gin Met Thr Leu Leu Gin Tyr Ser 
20 25 30 

Trp 

<210> 45 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 45 
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Glu Phe Pro Glu Met Leu Ala Glu lie lie Thr Asn 

15 10 

<210> 46 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Glu Arg Gin Leu Leu Ser Val Val Lys Trp Ser Lys Ser Leu Pro Gly 
15 10 15 

Phe Arg Asn Leu His lie Asp Asp Gin lie Thr Leu lie Gin Tyr Ser 
20 25 30 

Trp 

<210> 47 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 47 

Glu Phe Pro Glu Met Met Ser Glu Val lie Ala Ala 

15 10 

<210> 48 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Gly Lys Gin Met lie Gin Val Val Lys Trp Ala Lys Val Leu Pro Gly 
15 10 15 

Phe Lys Asn Leu Pro Leu Glu Asp Gin lie Thr Leu lie Gin Tyr Ser 
20 25 30 

Trp 

<210> 49 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Glu Phe Pro Ala Met Leu Val Glu lie lie Ser Asp 

15 10 

<210> 50 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Glu Arg Gin Leu Val His Val Val Lys Trp Ala Lys Ala Leu Pro Gly 
15 10 15 

Phe Arg Asn Leu His Val Asp Asp Gin Met Ala Val lie Gin Tyr Ser 
20 25 30 

Trp 

<210> 51 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 51 

Asp Phe Pro Glu Met Met Ala Glu lie lie Ser Val 
15 10 
<210> 52 
<211> 251 
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<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (45) . . (52) 

<223> Xaa is any amino acid 

<220> 

<223> Position 1 corresponds to position 211 of mature peptide 

<400> 52 



Lys 


Pro 


CjIU 


Pro 


i nr 


Asp 


blu 


m n 

UlU 


Trp 




Leu 


He 


Lys 


Thr 


Val 


Thr 


1 








O 










1 u 










15 




Ala 


Ala 


Hi s 


vai 


a.i a 


i nr 


Asn 


.H. JL cl 




vjiy 




His 


irp 


Lys 


Asn 


Lys 








z U 


























Arg 


Lys 




Leu 


"D ~YT\ 


Li 


A en 


He 


Gly 


Gin 


Ala 


Pro 


Xaa 


Xaa 


Xaa 


Xaa 






3 5 










A. C\ 


















Aaa 


Aaa 


Aaa 


Aaa 


Lys 


Ua "1 
V ell 


Asp 


Leu 


u 


Ala 


Phe 


Ser 


His 


Phe 


Thr 


Lys 




50 










c c 
b d 










D u 










lie 


lie 


i nr 


Pro 


/\1 cl 


Tl p 

11c 


i in 


Arg 


Val 


v d± 


Asp 




Ala 


Lys 


Lys 


Leu 


65 










7 0 










/ D 










O \J 


Pro 


Met 


Phe 


Cys 


Glu 


Leu 


Pro 


Cys 


LjXU 


Asp 


Vj±n 


Tip 

lie 


Tip 

lie 


Leu 


Leu 


Lys 










8 5 










y u 














Gly 


Cys 


Cys 


Met 


CjIU 


i le 


fjl — 4— 

fieu 


Ser 


Leu 


Arg 


M. J. cl 


Ala 


V d _L 


Arg 


iyr 


Asp 








100 










10 5 










1 1 U 






Pro 


Glu 


Ser 


Glu 


Thr 


Leu 


Thr 


Leu 


Asn 


Gly 


Glu 


Met 


Ala 


Val 


Thr 


Arg 






115 










120 










125 








Gly 


Gin 


Leu 


Lys 


Asn 


Gly 


Gly 


Leu 


Gly 


Val 


Val 


Ser 


Asp 


Ala 


He 


Phe 




130 










135 










140 










Asp 


Leu 


Gly 


Met 


Ser 


Leu 


Ser 


Ser 


Phe 


Asn 


Leu 


Asp 


Asp 


Thr 


Glu 


Val 


145 










150 










155 










160 


Ala 


Leu 


Leu 


Gin 


Ala 


Val 


Leu 


Leu 


Met 


Ser 


Ser 


Asp 


Arg 


Pro 


Gly 


Leu 










165 










170 










175 




Ala 


Cys 


Val 


Ala 


Arg 


He 


Glu 


Lys 


Tyr 


Gin 


Asp 


Ser 


Phe 


Leu 


Leu 


Ala 








180 










185 










190 






Phe 


Glu 


His 


Tyr 


He 


Asn 


Tyr 


Arg 


Lys 


His 


His 


Val 


Thr 


His 


Phe 


Trp 






195 










200 










205 








Pro 


Lys 


Leu 


Leu 


Met 


Lys 


Val 


Thr 


Asp 


Leu 


Arg 


Met 


He 


Gly 


Ala 


Cys 




210 










215 










220 










His 


Ala 


Ser 


Arg 


Phe 


Leu 


His 


Met 


Lys 


Val 


Glu 


Cys 


Pro 


Thr 


Glu 


Leu 


225 










230 










235 










240 


Phe 


Pro 


Pro 


Leu 


Phe 


Leu 


Glu 


Val 


Phe 


Glu 


Asp 




















245 










250 















<210> 53 

<211> 251 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (45) . . (50) 

<223> Xaa is any amino acid 

<220> 

<223> Position 1 corresponds to position 211 of mature peptide 

<400> 53 

Lys Pro Glu Pro Thr Asp Glu Glu Trp Glu Leu He Lys Thr Val Thr 
15 10 15 
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Ala 


Ala 


ril S 


vai 


j\± a 


Thr 


Asn 


a! 3 

rt. J. d 




uiy 


Ser 


Hi s 


J. x p 


Lys 


Asn 


Lys 








Z U 










£, 3 










3 0 






Arg 


Lys 


"DVi a 

Pne 


Leu 


Pro 


\J 1 XI 


Asp 


Tip 


uxy 


Gin 


Ala 


Pro 


Xaa 


Xaa 


Xaa 


Xaa 






J b 




















4 5 










Add 


G±y 


Lj j.y 


Lys 


V d X 


ASp 


Leu 


Glu 


Ala 


Phe 


Ser 


His 


Phe 


Thr 


Lys 




5 0 










D 3 




















lie 


lie 


inr 


Pro 


Aid 


lie 


inr 


Arg 


V d X 


V d X 


ASp 


Phe 


Ala 


Lys 


Lys 


Leu 


65 










-7 Pi 
/ U 










/ 3 












Pro 






Cys 


m 1 1 

Ul u 


Leu 


f I U 


\^ y 0 


Glu 


Asp 


Gin 


lie 


lie 


Leu 


Leu 


Lys 










0 c 
0 b 




















95 




Gly 


Cys 


Cys 




G1U 


lie 


Mat* 


Ser 


Leu 


Arg 


ril d 


Ala 


Vai 


Arg 


xy x 


Asp 








1UU 










IUj 










110 






Pro 


Gill 


Ser 


G1U 


Thr 


Leu 


1 nr 


Leu 


Asn 


d "I , r 

vjiy 


Ol LI 


1*1 L. 


nX d 


Vai 


Thr 


A m 






115 










TOO 

J. ^ u 










IOC 
1^ J 










Gin 


Leu 


Lys 


Asn 


f^* "1 -XT 

uiy 




Leu 




v d x 


Vai 


Ser 


Asp 


Ala 


lie 


Phe 




13 0 










1 jj 










i/n 
x*± u 










Asp 


Leu 


uiy 


l*itr l_ 


OCX 


Leu 


C ^ v 


Ser 


Phe 


Asn 


Leu 


Asp 


Asp 


Thr 


Glu 


Vai 


14 5 










1 D U 










133 










160 


ai a. 


Leu. 


Leu. 


vj j.n 


Ai a 
M..L d 


V d X 


L6U 


Leu 


ric L- 


Ser 


Ser 


Asp 


rti y 


Pro 


Glv 


Leu 










16 5 










1 / u 










X / 3 




Ala 


Cys 


vai 


Ala 


Arg 


lie 


GxU 


Lys 


Tyr 


VJXll 


Asp 


C >- 

OCX 


rile 


Leu 


Leu 


Ala 








18 0 










lob 










x y \j 






Prie 


Glu 


His 


Tyr 


lie 


Asn 


Tyr 


Arg 


Lys 


nib 


nib 


v d x 


i. I1X 


Hi s 


Phe 


TT~Ti 
-LXp 






195 










200 










205 








Pro 


Lys 


Leu 


Leu 


Met 


Lys 


Vai 


Thr 


Asp 


Leu 


Arg 


Met 


lie 


Gly 


Ala 


Cys 




210 










215 










220 










His 


Ala 


Ser 


Arg 


Phe 


Leu 


His 


Met 


Lys 


Vai 


Glu 


Cys 


Pro 


Thr 


Glu 


Leu 


225 










230 










235 










240 


Phe 


Pro 


Pro 


Leu 


Phe 


Leu 


Glu 


Vai 


Phe 


Glu 


Asp 













245 250 

<210> 54 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Position 1 corresponds to position 686 of mature peptide 
<400> 54 

Lys His Lys lie Leu His Arg Leu Leu Gin Asp Ser Ser 

15 10 

<210> 55 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Position 1 corresponds to position 688 of mature peptide 
<400> 55 

Lys lie Leu His Arg Leu Leu Gin Asp 

1 5 

<210> 56 

<211> 245 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Position 1 corresponds to position 305 of mature peptide 



-15- 



<400> 56 

Ser Leu Ala Leu Ser Leu Thr Ala Asp Gin Met Val Ser Ala Leu Leu 

15 10 15 

Asp Ala Glu Pro Pro lie Leu Tyr Ser Glu Tyr Asp Pro Thr Arg Pro 

20 25 30 

Phe Ser Glu Ala Ser Met Met Gly Leu Leu Thr Asn Leu Ala Asp Arg 

35 40 45 

Glu Leu Val His Met lie Asn Trp Ala Lys Arg Val Pro Gly Phe Val 

50 55 60 

Asp Leu Thr Leu His Asp Gin Val His Leu Leu Glu Cys Ala Trp Leu 
65 70 75 80 

Glu lie Leu Met lie Gly Leu Val Trp Arg Ser Met Glu His Pro Gly 

85 90 95 

Lys Leu Leu Phe Ala Pro Asn Leu Leu Leu Asp Arg Asn Gin Gly Lys 

100 105 110 

Cys Val Glu Gly Met Val Glu lie Phe Asp Met Leu Leu Ala Thr Ser 

115 120 125 

Ser Arg Phe Arg Met Met Asn Leu Gin Gly Glu Glu Phe Val Cys Leu 

130 135 140 

Lys Ser lie lie Leu Leu Asn Ser Gly Val Tyr Thr Phe Leu Ser Ser 
145 150 155 160 

Thr Leu Lys Ser Leu Glu Glu Lys Asp His lie His Arg Val Leu Asp 

165 170 175 

Lys lie Thr Asp Thr Leu lie His Leu Met Ala Lys Ala Gly Leu Thr 

180 185 190 

Leu Gin Gin Gin His Gin Arg Leu Ala Gin Leu Leu Leu lie Leu Ser 

195 200 205 

His lie Arg His Met Ser Asn Lys Gly Met Glu His Leu Tyr Ser Met 

210 215 220 

Lys Cys Lys Asn Val Val Pro Leu Tyr Asp Leu Leu Leu Glu Met Leu 
225 230 235 240 

Asp Ala His Arg Leu 
245 

<210> 57 

<211> 237 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Position 1 corresponds to position 305 of mature peptide 
<400> 57 

Ser Leu Ala Leu Ser Leu Thr Ala Asp Gin Met Val Ser Ala Leu Leu 

15 10 15 

Asp Ala Glu Pro Pro lie Leu Tyr Ser Glu Tyr Asp Pro Thr Arg Pro 

20 25 30 

Phe Ser Glu Ala Ser Met Met Gly Leu Leu Thr Asn Leu Ala Asp Arg 

35 40 45 

Glu Leu Val His Met lie Asn Trp Ala Lys Lys Arg Val Pro Gly Phe 

50 55 60 

Val Asp Leu Thr Leu His Asp Gin Val His Leu Leu Glu Cys Ala Trp 
65 70 75 80 

Leu Glu lie Leu Met lie Gly Leu Val Trp Arg Ser Met Glu His Pro 

85 90 95 

Gly Lys Leu Leu Phe Ala Pro Asn Leu Leu Leu Asp Arg Asn Gin Gly 

100 105 110 

Lys Cys Val Gly Gly Met Val Glu lie Phe Asp Met Leu Leu Ala Thr 

115 120 125 

Ser Ser Arg Phe Arg Met Met Asn Leu Gin Gly Glu Glu Phe Val Cys 

130 135 140 

Leu Lys Ser lie lie Leu Leu Asn Ser Gly Val Tyr Thr Phe Glu Lys 
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145 150 155 160 

Asp His lie His Arg Val Leu Asp Lys lie Thr Asp Thr Leu lie His 

165 170 175 

Leu Met Ala Lys Ala Gly Leu Thr Leu Gin Gin Gin His Gin Arg Leu 

180 185 190 

Ala Gin Leu Leu Leu lie Leu Ser His lie Arg His Met Ser Asn Lys 

195 200 205 

Gly Met Glu His Leu Tyr Ser Met Lys Cys Lys Asn Val Val Pro Leu 

210 215 220 

Tyr Asp Leu Leu Leu Glu Met Leu Asp Ala His Arg Leu 
225 230 235 

<210> 58 
<211> 11 
<212> PRT 
<213> Homo sapiens 

<220> 

<223> Position 1 corresponds to position 687 of mature peptide 
<400> 58 

His Lys lie Leu His Arg Leu Leu Gin Asp Ser 

15 10 

<210> 59 

<211> 246 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Position 1 corresponds to position 306 of mature peptide 
<400> 59 



Leu 


Ala 


Leu 


Ser 


Leu 


Thr 


Ala 


Asp 


Gin 


Met 


Val 


Ser 


Ala 


Leu 


Leu 


Asp 


1 








5 










10 










15 




Ala 


Glu 


Pro 


Pro 


He 


Leu 


Tyr 


Ser 


Glu 


Tyr 


Asp 


Pro 


Thr 


Arg 


Pro 


Phe 








20 










25 










30 






Ser 


Glu 


Ala 


Ser 


Met 


Met 


Gly 


Leu 


Leu 


Thr 


Asn 


Leu 


Ala 


Asp 


Arg 


Glu 






35 










40 










45 








Leu 


Val 


His 


Met 


He 


Asn 


Trp 


Ala 


Lys 


Arg 


Val 


Pro 


Gly 


Phe 


Val 


Asp 




50 










55 










60 










Leu 


Thr 


Leu 


His 


Asp 


Gin 


Val 


His 


Leu 


Leu 


Glu 


Cys 


Ala 


Trp 


Leu 


Glu 


65 










70 










75 










80 


lie 


Leu 


Met 


He 


Gly 


Leu 


Val 


Trp 


Arg 


Ser 


Met 


Glu 


His 


Pro 


Gly 


Lys 










85 










90 










95 




Leu 


Leu 


Phe 


Ala 


Pro 


Asn 


Leu 


Leu 


Leu 


Asp 


Arg 


Asn 


Gin 


Gly 


Lys 


Cys 








100 










105 










110 






Val 


Glu 


Gly 


Met 


Val 


Glu 


He 


Phe 


Asp 


Met 


Leu 


Leu 


Ala 


Thr 


Ser 


Ser 






115 










120 










125 








Arg 


Phe 


Arg 


Met 


Met 


Asn 


Leu 


Gin 


Gly 


Glu 


Glu 


Phe 


Val 


Cys 


Leu 


Lys 




130 










135 










140 










Ser 


He 


He 


Leu 


Leu 


Asn 


Ser 


Gly 


Val 


Tyr 


Thr 


Phe 


Leu 


Ser 


Ser 


Thr 


145 










150 










155 










160 


Leu 


Lys 


Ser 


Leu 


Glu 


Glu 


Lys 


Asp 


His 


He 


His 


Arg 


Val 


Leu 


Asp 


Lys 










165 










170 










175 




He 


Thr 


Asp 


Thr 


Leu 


He 


His 


Leu 


Met 


Ala 


Lys 


Ala 


Gly 


Leu 


Thr 


Leu 








180 










185 










190 






Gin 


Gin 


Gin 


His 


Gin 


Arg 


Leu 


Ala 


Gin 


Leu 


Leu 


Leu 


He 


Leu 


Ser 


His 






195 










200 










205 








He 


Arg 


His 


Met 


Ser 


Asn 


Lys 


Gly 


Met 


Glu 


His 


Leu 


Tyr 


Ser 


Met 


Lys 




210 










215 










220 










Cys 


Lys 


Asn 


Val 


Val 


Pro 


Leu 


Tyr 


Asp 


Leu 


Leu 


Leu 


Glu 


Met 


Leu 


Asp 



225 230 235 240 
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Ala His Arg Leu His Ala 
245 

<210> 60 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> Position 1 corresponds to position 686 of mature peptide 
<400> 60 

Lys His Lys lie Leu His Arg Leu Leu Gin Asp 
15 10 
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